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1. Introduction 3. Method of Technology Integration 5. Functional Proteomics Unvelils Novel Insights into HNSCC with Combined PhenoCode-PLA
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QuPath and the DAPI channel was segmented with the
Stardist plugin. An ANN pixel classifier was trained on Pan-
cytokeratin-positive areas to generate annotations of tumor
and non-tumor (stromal) areas. Thus, cells belonged to either
a tumor or stroma parent annotation.

T cell PLA ratio

The PhenoCode™ Signature Immune Panel combined with
Naveni® ISPLA reveals the localization of PD-1/PD-L1
Interaction In relation to iImmune cell types in the TME on
clinical samples, alluding to an Improved method for
Identifying patient responders.

6. Multiplexed Immunophenotyping and Functional Interactions: A PhenoCode-isPLA Approach

Combining Akoya’s PhenoCode Signature Immune Panel with Navinci’'s in situ PLA assay will reveal novel insights into ..:°.°.jr

Samples are grouped by immunotherapy
response, and proportions within the
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the intricate cell-to-cell interactions between immune cells, and between immune cells and tumor cells. This combination e © <o .
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approach will broaden our understanding of the HNSCC TME by deciphering immune cell composition, spatial .e:
Interaction, and functional proteomics of these interactions at a molecular level.
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